Materials and Methods

Bioinformatics analysis
Amino acid sequences alignments were performed using MAFFT, the multiple alignment program for amino acid or nucleotide sequences, version 7 (Katoh et al. 2005; Katoh and Standley 2013) . Following amino acid sequences were analyzed: human gelsolin isoforms a (NP_000168.1, Pubmed), chicken gelsolin (Pubmed: NP_990265.1) and chicken homogenin (Pubmed: AAC62928.1). The structure of inactive gelsolin having following PDB accession code: 3FFN (Nag et al. 2009 ) was visualized with Swiss PDB Viewer.
Cloning
Dermis of chicken embryo at stage HH36 (E10) was dissected, followed by rinsing in ice-cold PBS, next homogenized by cutting and frozen at -80°C. After tissue thawing total RNA was isolated with the help of NucleoSpin ® RNA II Kit (Macherey-Nagel). 1 μg of RNA was reverse transcribed using High Capacity cDNA Reverse Transcription Kit (Applied Biosystems) following the manufacturer's instructions. In order to sequence the whole DNA coding chicken gelsolin three PCRs were conducted to obtain three DNA fragments, which were subsequently cloned into p3xHA plasmid (Müller et al. 2012 
Isolation of cellular and tissue extracts
For Western blotting analysis human melanoma A375 cells and dermis from chicken embryos at HH-stages 26 and 36 were lysed on ice with cytoskeletal-bound protein extraction buffer (10 mM Tris-HCl, pH 7.4, 100 mM NaCl, 1 mM EDTA, 1 mM EGTA, 1 mM NaF, 20 mM Na 4 P 2 O 7 , 2 mM Na 3 VO 4 , 1% Triton X-100, 10% glycerol, 0.1% SDS, 0.5% sodium deoxycholate) supplemented with proteases inhibitors cocktail (PIC) (Sigma, P8340) diluted at 1:100. Next the lysates were threefold frozen-thawed and centrifuged at 10000 x g for 10 minutes at 4°C; supernatants were stored at -80°C.
Western blotting analysis
Protein concentration in cellular and tissue extracts was determined by the standard Bradford procedure (Bradford 1976) . Samples of identical protein amount (30 µg) were separated by 10% polyacrylamide gel electrophoresis in the presence of sodium dodecylsulfate (SDS-PAGE) according to Laemmli (1970) , as a molecular mass marker served PageRuler™ Prestained Protein Ladder (Fermentas). This was followed by transfer to nitrocellulose membrane, using the procedure described elsewhere (Towbin et al. 1979) . Monoclonal, rabbit with primary rabbit anti-gelsolin antibodies (Abcam, clone EPR1942) diluted at 1:500. As a negative control normal rabbit antibodies were used. DAKO EnVision™ System-HRP (AEC) + kit was used to visualize the sites recognized by primary antibodies. The reaction was developed with 3-amino-9 ethylocarbazol (AEC) for 10 min. Next the sections were counterstained with Mayer's hematoxylin solution (Sigma) for 10 min to visualize cell nuclei.
Photos at lower magnifications were taken using Olympus SZ61 stereo microscope and photos at higher magnification were taken using Olympus FV500 microscope. these residues possesses a particular function important for gelsolin functioning (Choe et al. 2002; Nag et al. 2009 ). n/a, not applicable 
